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<110> APPLICANT: Malouf, Nadia 
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atg gag cca tec tea ccc cag gat gaa ggc ctg agg aag aaa cag ccc 
Met Glu Pro Ser Ser Pro Gin Asp Glu Gly Leu Arg Lys Lys Gin Pro 
15 10 15 

aag aag cca gtt cct gag att ctg cca agg cca ccc egg get ttg ttc 
Lys Lys Pro Val Pro Glu He Leu Pro Arg Pro Pro Arg Ala Leu Phe 

20 25 30 

tgc ctg acc ctg gag aac ccc ctg agg aag gec tgc ate age att gta 
Cys Leu Thr Leu Glu Asn Pro Leu Arg Lys Ala Cys He Ser He Val 

35 40 45 

gaa tgg aag ccc ttc gag acg ate ate ttg etc acc ate ttt gee aat 
Glu Trp Lys Pro Phe Glu Thr He He Leu Leu Thr He Phe Ala Asn 

50 55 60 

tgt gtg gee ctg gee gtg tac ctg ccc atg ccg gaa gat gac aac aac 
Cys Val Ala Leu Ala Val Tyr Leu Pro Met Pro Glu Asp Asp Asn Asn 
65 70 75 * 80 

tct ctg aac etc ggc ctg gag aag ctg gag tat ttc ttc etc att gtc 
Ser Leu Asn Leu Gly Leu Glu Lys Leu Glu Tyr Phe Phe Leu He Val 

85 90 95 

ttc teg att gaa gee gee atg aag ate att gee tac ggc ttc tta ttc 
Phe Ser He Glu Ala Ala Met Lys He He Ala Tyr Gly Phe Leu Phe 

100 105 no 

cac cag gac get tac ctg cgc agt ggc tgg aat gtg ctg gac ttc acc 
His Gin Asp Ala Tyr Leu Arg Ser Gly Trp Asn Val Leu Asp Phe Thr 

115 120 125 

att gtc ttc ctg ggg gtc ttc acc gtg att ctg gaa cag gtt aac gtc 
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gcc 


aag 


2736 


252 


Arg 


val 


Leu 


Arg 


Val 


Leu 


Arg 


Pro 


Leu 


Arg 


Ala 


He 


Asn 


Arg 


Ala 


Lys 




253 








900 










905 










910 








255 


ggg 


ttg 


aag 


cac 


gtg 


get 


agg 


tgc 


atg 


ttc 


gtg 


gcc 


ate 


age 


acc 


ate 


2784 
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256 


Gly 


Leu 


Lys His Val Ala Arg Cys 


Met Phe Val Ala He 


Ser 


Thr 


He 




257 






915 








920 










925 










259 




aac 


ate gtg ctg gtc act ace 


etc eta cag ttc atg 


ttt 


gee 


tgc 


2832 


260 


Gly 


Asn 


He Val Leu Val Thr Thr 


Leu Leu Gin Phe Met 


Phe 


Ala 


Cys 




261 


930 








935 










940 










263 


ate 


ggc 


gtc cag etc ttc aag ggg 


aag ttc ttc agg tgc 


acc 


gac 


ttg 


2880 


264 


He 


Gly 


Val Gin Leu Phe Lys Gly 


Lys Phe Phe Arg Cys 


Thr 


Asp 


Leu 




265 


945 








950 










955 








960 




267 


tec 


aag 


atg aca gag gag gag tgc 


agg ggc tac tac tac 


gtg 


tac 


aag 


2928 


268 


Ser 


Lys 


Met Thr Glu Glu Glu Cys 


Arg Gly Tyr Tyr Tyr 


Val 


Tyr 


Lys 




269 








965 










970 








975 






271 


gac 


999 


gac ccc atg cag ata gag 


ctg cgt cac cgc gag 


tgg 


gta 


cac 


2976 


272 


Asp 


Gly 


Asp Pro Met Gin He Glu 


Leu Arg His Arg Glu 


Trp 


Val 


His 




273 




980 










985 








990 








275 


age 


gac 


ttc cac ttc gac aat gtg 


etc tea gee atg atg tec etc ttc 


3024 


276 


Ser 


Asp 


Phe His Phe Asp Asn Val 


Leu Ser Ala Met Met Ser Leu Phe 




277 






995 








1000 








1005 








279 


acg 


gtc 


tec 


acc 


ttc 


qaq 


qga 


tgg 


cct 


cag 


ctg 


ctg 


tac 


aag 


gee 


3069 


280 


Thr 


Val 


Ser 


Thr 


Phe 


Glu 


Gly 


Trp 


Pro 


Gin 


Leu 


Leu 


Tyr 


Lys 


Ala 




281 




1010 








1015 












1020 










283 


ata 


gac 


tec 


aat 


crccr 


qaq 


gac 


gtg 


99"t 


ccc 


ate 


tac 


aac 


aac 


cgt 


3114 


284 


He 


Asp 


Ser 


Asn 


Ala 


Glu 


Asp 


Val 


Gly 


Pro 


He 


Tyr 


Asn 


Asn 


Arg 




285 




1025 








1030 












1035 










287 


gtg 


gag 


atg 


gec 


ate 


ttc 


ttc 


ate 


ate 


tac 


ate 


ate 


etc 


att 


gee 


3159 


288 


Val 


Glu 


Met 


Ala 


He 


Phe 


Phe 


He 


He 


Tyr 


He 


He 


Leu 


He 


Ala 




289 




1040 








1045 












1050 










291 


ttc 


ttc 


atg 


atg 


aac 


ate 


ttt 


gtg 


ggc 


ttc 


gtc 


att 


gtc 


acc 


ttc 


3204 


292 


Phe 


Phe 


Met 


Met 


Asn 


He 


Phe 


Val 


Gly 


Phe 


Val 


He 


Val 


Thr 


Phe 




293 




1055 








1060 












1065 










295 


cag 


gag 


cag 


gga 


gag 


act 


gag 


tac 


aag 


aac 


tgt 


gag 


ctg 


gac 


aag 


3249 


296 


Gin 


Glu 


Gin 


Gly 


Glu 


Thr 


Glu 


Tyr 


Lys 


Asn 


Cys 


Glu 


Leu 


Asp 


Lys 




297 




1070 








1075 












1080 










299 


aac 


cag 


cgc 


caa 


tgt 


gta 


cag 


tat 


gee 


ctg 


aag 


gee 


cgc 


cca 


ctg 


3294 


300 


Asn 


Gin 


Arg 


Gin 


Cys 


Val 


Gin 


Tyr 


Ala 


Leu 


Lys 


Ala 


Arg 


Pro 


Leu 




301 




1085 








1090 












1095 










303 


agg 


tgc 


tac 


att 


ccc 


aaa 


aac 


cca 


tac 


cag 


tac 


cag 


gtg 


tgg 


tac 


3339 


304 


Arg 


Cys 


Tyr 


He 


Pro 


Lys 


Asn 


Pro 


Tyr 


Gin 


Tyr 


Gin 


Val 


Trp 


Tyr 




305 




1100 








1105 












1110 










307 


att 


gtc 


acc 


tec 


tec 


tac 


ttt 


gaa 


tac 


ctg 


atg 


ttt 


gee 


etc 


ate 


3384 


308 


He 


Val 


Thr 


Ser 


Ser 


Tyr 


Phe 


Glu 


Tyr 


Leu 


Met 


Phe 


Ala 


Leu 


He 




309 




1115 








1120 












1125 










311 


atg 


etc 


aac 


acc 


ate 


tgc 


etc 


ggc 


atg 


cag 


cac 


tac 


aac 


cag 


teg 


3429 


312 


Met 


Leu 


Asn 


Thr 


He 


Cys 


Leu 


Gly 


Met 


Gin 


His 


Tyr 


Asn 


Gin 


Ser 




313 




1130 








1135 












1140 










315 


gag 


cag 


atg 


aac 


cac 


ate 


tea 


gac 


ate 


etc 


aat 


gtg 


gee 


ttc 


act 


3474 


316 


Glu 


Gin 


Met 


Asn 


His 


He 


Ser 


Asp 


He 


Leu 


Asn 


Val 


Ala 


Phe 


Thr 




317 




1145 








1150 












1155 










319 


ate 


ate 


ttc 


acc 


ctg 


gag 


atg 


ate 


etc 


aag 


etc 


atg 


gee 


ttc 


aag 


3519 


320 


He 


He 


Phe 


Thr 


Leu 


Glu 


Met 


He 


Leu 


Lys 


Leu 


Met 


Ala 


Phe 


Lys 
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Input Set : A:\EP.txt 
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L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L : 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L : 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 



11 M: 

11 M: 

2149 

2182 

2208 

2212 

2221 

2252 

2283 

2395 

2396 

2443 

2444 

2447 

2448 

2451 

2452 

2455 

2456 

2459 

2460 

2463 

2464 

2467 

2468 

2655 

2656 

2659 

2660 

2663 

2664 

2667 

2668 

2671 

2672 

2675 

2676 

2679 

2680 

2683 

2684 

4167 

4215 

4219 

4223 

4227 

4231 

4235 



270 C 

271 C 
M:257 
M:257 
M:341 
M:341 
M:257 
M:257 
M:341 
M:341 
M:341 
M:341 
M:341 
M:341 
M: 341 
M: 341 
M:341 
M:341 
M:341 
M:341 
M:341 
M:341 
M:341 
M: 341 
M:341 
M:341 
M:341 
M: 341 
M:341 
M:341 
M:341 
M:341 
M:341 
M:341 
M:341 
M: 341 
M:341 
M:341 
M:341 
M:341 
M:341 
M:341 
M:341 
M:341 
M: 341 
M:341 
M:341 
M:341 



: Current Application 
: Current Filing Date 
W: Feature value mis- 
r - 7 - Feature value mis- 
(46) "n" or "Xaa" 
(46) "n" or "Xaa" 
Feature value mis- 
Feature value mis- 



46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 



Number differs, Replaced Current Application No 
differs, Replaced Current Filing Date 
spelled or invalid, <221> Name/Key for SEQ ID# : 5 
spelled or invalid, <221> Name/Key for SEQ ID# : 6 
used, for SEQ ID# : 6 



or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
ii or "Xaa" 
n" or "Xaa" 
" or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 



"n 
"n" 
"n" 
"n" 
"n" 



"n" 



"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n 



or "Xaa" 
or "Xaa" 
or "Xaa" 



"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 



Xaa" 
Xaa" 
Xaa" 
Xaa" 



or 
or 

or ,: 
or 

or "Xaa" 

or "Xaa" 

or "Xaa" 

or "Xaa" 

or "Xaa" 

ix or "Xaa" 

"n" or "Xaa" 

"n" or "Xaa" 

"n" or "Xaa" 

"n" or "Xaa" 

"n" or "Xaa" 

"n" or "Xaa" 

"n" or "Xaa" 

"n" or "Xaa" 

"-" or "Xaa" 

or "Xaa" 

or "Xaa" 

or "Xaa" 

or "Xaa" 

or "Xaa" 

or "Xaa" 



used, for SEQ ID# : 6 
■spelled or invalid, 
•spelled or invalid, 

used, for SEQ ID# : 8 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID#:9 

used, for SEQ ID# : 9 

used, for SEQ ID#:9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID#:9 

used, for SEQ ID#:9 

used, for SEQ ID# : 9 

used, for SEQ ID#:9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID#:9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID# : 9 

used, for SEQ ID#:10 

used, for SEQ ID#:10 

used, for SEQ ID#:10 

used, for SEQ ID#:10 

used, for SEQ ID#:10 

used, for SEQ ID#:10 

used, for SEQ ID#:10 



<221> Name/Key for SEQ ID#:7 
<221> Name/Key for SEQ ID# : 8 
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L: 


4239 


M 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


10 


L: 


4427 


M 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


10 


L: 


4431 


M 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


10 


L : 


4435 


M 


341 


W 


(46) 


„ n „ 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


10 


L: 


4439 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


10 


L: 


4443 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


10 


L: 


4447 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


10 


L: 


4451 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


10 



L: 11633 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:23 
L: 11669 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:25 
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